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Motivation — the analysis pipeline
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Landing page

1. Import and harmonize

Start harmonizing your data

2. Modify the data or schema

3. Export the data

Download data as .csv Download invalid data as .csv Open upload dialog
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Upload data

@ Upload file 2  Select header row

Upload file

Reuse an existing schema

Data that we expect:
(You will have a chance to rename or remove columns in next steps)

Upload .xlsx, .xls or .csv file

Select file

3

Match Columns

4

Validate data
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Upload data — select reference schema

@ Upload file 2  Select header row 3  Match Columns 4  Validate data

Upload file

Reuse an existing schema

[_urn:kaapana:job:0.0.1 v ]

Data that we expect:

(You will have a chance to rename or remove columns in next steps)

Upload .xlsx, .xls or .csv file

Select file
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Upload data — preview reference schema

Schema Preview

"0.0.1": {
"$defs": {
"Workflow": {
"additionalProperties": false,
"description": ""
"properties": {
"airflow_dag_id": {
"description": "The id of the Airflow DAG for this workflow",
"type": "string"
}

+
"title": "Workflow",
"type": "object"

+
"WorkflowExecution": {
"additionalProperties": false,
"description": "Representation of the execution of a Workflow",
"properties": {
"airflow_run_id": {
"type": "string"
+
"airflow_status": {
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Upload data — file type not supported

@ Upload file 2  Select header row 3  Match Columns 4  Validate data

Upload file

Reuse an existing schema
Data that we expect:

(You will have a chance to rename or remove columns in next steps)

Upload .xlsx, .xls or .csv file

Select file

© README.md upload rejected
File type must be .csv, application/vnd.ms-excel,
text/csy,.xls,.xIsx,.xIsx
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Upload data — select sheet

@ Upload file 2  Select header row 3  Match Columns 4  Validate data

Select the sheet to use

O uiowa_clinical_data_batch1_aug2

uiowa_clinical_data_batch2_aug2
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Upload data — select header row

° Upload file

Select header row

PatientID

PatientID

QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...
QIN-HE...

QIN-HE...

Patient'...

Patient'...

1937

1938

1937

1928

1928

1930

1909

1908

1925

1916

1926

1942

1931

Patient'...

Gender

M

Patient'...

Weight

75

@ Select header row

Patient'...
Height
173
180
151
180
167
158
170
166
173
173
180
175

168

Patient'...

Race

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Caucasi...

Hispanic

Spanish...

No

No

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

No

No

History ...
Diabetes
No
No
No
No
No
No
No
No
No
No

Diet-Co...

History ...
Previou...
No
No
No
No
No
No
No
No
No

Yes

3

History ...
Prior M...
No
No
No
No
No
No

No

Alcohol ...

Drinker

No

Social

Signific...
Signific...
Signific...

Signific...

Social

No

Signific...

No

Signific...

Signific...

No

Match Columns Validate data

Tobacc... Details... T Stage N Stage M Stage
Smoker Chewin...  Final T Final N Final M
Former No 4a 0 0
No X
No
No
No
No
Former No
Former
Yes
Former
Yes
Yes

Yes
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Data harmonization

° Upload file

Match Columns

Your table

PatientID

QIN-HEADNECK-01-0003

Will become

=l Y

PatientID

id

Patient's Birth Date
Gender

Weight

Height

Race

Spanish Origin

° Select header row

Patient's Birth Date

Patient's Bir... v 0 Df

Gender

Gender

— @ Match Columns

Weight

Q 4 Weight

Height

Height

4

Validate data
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Data harmonization — add a Field

Edit or Add a Item Field Edit or Add a ltem Field

key*
label* PatientID
PatientID description
key* This field element is automatically generated
PatientID
4
description alternateMatchesArray
This field element is automatically generated Type and press enter...
validations
7 Rul
alternateMatchesArray ue
Type and press enter... [ Required v

. . Error Message
validations o

Add Validation

Level
fieldType*
Select a level v
checkbox v
Allow Empty
example
Add Validation
fieldType*
4 yp
checkbox v
example

Create New Field
Create New Field Cancel
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Validate harmonized dataset

° Upload file

Validate data

PATIENTID ® D
QIN-HEADNECK-O...
QIN-HEADNECK-O...
QIN-HEADNECK-0...
QIN-HEADNECK-O...
QIN-HEADNECK-O...
QIN-HEADNECK-O...
QIN-HEADNECK-0...
QIN-HEADNECK-O...
QIN-HEADNECK-O...
QIN-HEADNECK-O...
QIN-HEADNECK-0...
QIN-HEADNECK-O...
QIN-HEADNECK-O...

QIN-HEADNECK-O0...

@® PATIENT'S BIR... © GENDER

1937

1938

1937

1928

1928

1930

1909

1908

1925

1916

1926

1942

1931

1927

° Select header ow ———

M 75

M

63.4
63.2
72.7
96.2
92.6

68.4

@® WEIGHT

° Match Columns

@® HEIGHT

173

180

151

180

167

158

170

166

173

173

180

175

168

174

Discard selected rows

@ lidate data

Show only rows with errors

@ RACE @ SPANISHORIGIN © DIABETES

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

Caucasian

No

No

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

Unknown

No

No

Unknown

No

No

No

No

No

No

No

No

No

No

Diet-Controllec

No

Non Insulin-De

No
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Landing page

1. Import and harmonize

Start harmonizing your data

2. Modify the data or schema

Edit data

Edit schema

3. Export the data

Download data as .csv Download invalid data as .csv Open upload dialog
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Data editor — complex harmonization

Editor

Select theme

"PatientID": "QIN-HEADNECK-01-0003",
"Patient's Birth Date": "1937",

“Gender"
“Weight":

“Previous Radiation
"Prior Malignancies"
"Drinker": "No",

“No™,
No,

: "No",

"Final Stage": "4a",
"Final Site": "Tonsil",
"Biopsyl "1986-03-03",
"Biopsyl : "R Tonsil",
"Biopsy2
"Biopsy2
"Biopsy3 null,
"Biopsy3 Location": null,
“Biopsy4
"Biopsy4
"Surgeryl
“Surgeryl Desc": null,

"Surgeryl Primary Resected": null,
“Surgeryl Node Dissection": null,
"Surgery2 Date": null,
"Surgery2 Desc": null,
“Surgery2 Primary Resected
"Surgery2 Node Dissection":
“Rtl Start Date": "1986-04-11",
"Rt1l End Date 986-06-03",
“Rt1": “70",

// convert "No" to

"Yes") {

obj[keyl = 1; // convert "Yes" tc

1 function foot(){

2 let dataleftSide = JSON.parse(data)
3

4 for (let obj of dataLeftSide) {

5 for (let key in obj) {

6 if (obj [keyl] "No") {
7 obj [key]

8 } else if (obj[key]

9

10 b

11 }

12 }

13

14 return JSON.stringify(datalLeftSide, null, 4)

201 “PatientlD": "QIN-HEAI

PatientID": "QIN-HEADNEC

202 “Patient's Birth Date": ' 202 "Patient's Birth Date":'"
203 203 "Gender

204 204 leight

205 205 leight'

206 206 "“Race": “Caucasian"

207 panish Origin": "Unknow

208— "Diabetes": B
209—"Previous Radiation
210— "Prior Malignancies":

iabetes": 0,
revious Radiatio o,
rior Malignancies": @,

211 "Drinke Significant", rinker": "Significant”,
212— "Smoker": "Yes", 212+ "Smoker": 1,
213—"Chewing Tobacco”: "No", 213+ "Chewing Tobacco": 0,
214 "Final T": "2", 214 “Final T": "2",

215 "Final N": "0", 215 “Final N": "o",

"PatientID": "QIN-HEADNECK-01-0003",
"Patient's Birth Date": "1937",

“Final M":
“Final Stage":
"Final Site"
"Biopsyl Date": "1986-03-03",

"Biopsyl Location": "R Tonsil",

iopsy4 Location": null,
urgeryl Date": null,
urgeryl Desc": null,
urgeryl Primary Resected": null,
“Surgeryl Node Dissection": null,
"Surgery2 Date": null,
“Surgery2 Desc": null,
“Surgery2 Primary Resected": null,
"Surgery2 Node Dissection": null,
“Rtl Start Date": "1986-04-11",
t1 End Date": "1986-06-03",
“Rt1": “70",
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Schema editor

Schema editor

light v

"sdefs": {

“description”:
"x-alternateMatches":
10 "Rt.1 Notes"

field element is automatically generated",

12 3,

13 "2 Notes"
14 "type": “"string",

15 "description": "This field element is automatically generated",
16 "x-alternateMatches": [

17 "Rt.2 Notes"

field element is automatically generated",
23 "x-alternateMatches": [
24 "Rt.3 Notes"

29 +

30 “properties
31 “PatientID
32 “type": "string",

33 "descriptiol This field element is automatically generated",
34 "x-alternateMatches": [

35 “PatientID"

2n widn. 1
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Upload data / schema to an API

Upload your data and schema

Upload Data

Upload Schema

urn:HMCConference:Data

Valid Schema Name

Example: urn:namespace:schemaName
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