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During this session, we would like to present our current tools and discuss their integration into the future
website and portal. We will present a use case of Hyphasma and showcase how nf-core/airrflow operates. nf-
core/airrflow is a bioinformatics pipeline dedicated to the analysis or B or T-cell repertoire sequencing data.
Hyphasma is a computational tool which allows the simulation of immune responses. We will discuss how
you can use these tools, their functionalities and why integration to our platform is beneficial. Additionally,
we’ll outline the required data to make these tools operational.
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